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Does Not Comply 
Correc!-ci Diskatte Needed 



1600 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/686, 234A 



DATE: 07/18/2002 
TIME: 13:16:40 



Input Set : A:\EP.txt 

Output Set: N:\CRF3\07182002\I686234A.raw 



2 
4 
5 
6 
7 
8 
10 
12 
13 
14 
15 
16 
17 

C--> 18 

20 
21 
22 
23 
24 
26 

C--> 27 
C--> 28 

31 
32 
33 
34 

C--> 36 

37 
38 



(1) GENERAL 



SEQUENCE LISTING 

INFORMATION: 



(i) 



(ii) 



(iii) 
(iv) 



APPLICANT : SOMMERVILLE , CHRIS 

SCHIEBLE, WOLF 
TITLE OF INVENTION: MODIFIED CELLULOSE SYNTHASE GENE 

FROM ARABIDOPSIS THALIANA CONFERS HERBICIDE RESISTANCE 
TO PLANTS 
NUMBER OF SEQUENCES: 2 
CORRESPONDENCE ADDRESS: . 

(A) ADDRESSEE: PAUL A. GOTTLIEB, AGCTT 
DEPARTMENT OF ENERGY 
GC-62 (FORSTL) MS-6F-067 

(B) STREET: 1000 INDEPENDENCE AVE. S.W. 

(C) CITY: WASHINGTON, D.C. 
(F) ZIP: 20585 

COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: FLOPPY DISK 

(B) COMPUTER: IBM PC COMPATIBLE 

(C) OPERATING SYSTEM: MS-DOS 

(D) SOFTWARE; WORDPERFECT 8 
CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US/09/686 , 234A 

(B) FILING DATE: ll-Oct-2000 
(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: SMITH, BRADLEY 

(B) REGISTRATION NUMBER: 334436 

(C) REFERENCE/DOCKET NUMBER: S- 93994 
TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: 630*252-2160 

(B) TELEFAX: 630-252-2779 



(V) 



(vi) 



(ix) 



Tlie ^ ef mf% ^»own exist throughout 
Ihe §@^yen§@ LMng. Please check subsequent 

?§9uenees fgf alfnilar errors. 



ERRORED SEQUENCES 



43 (2) INFORMATION FOR SEQ ID NO : 1: 

45 (i) SEQUENCE CHARACTERISTICS: 

46 (A) LENGTH: 3563 NUCLEOTIDES 

47 (B) TYPE: NUCLEIC ACID 

48 (C) STRANDEDNESS : DOUBLE STRANDED 

49 (D) TOPOLOGY: LINEAR 

> 52 (ii) MOLECULE TYPE: cDNA 

58 (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1: 

> 60 



C-- 



E-- 



/T\atcccaagat tctcctcttc gtcttcctta taaactatct ctctgtagag aagaaagctt 



qui 
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DATE: 07/18/2002 
TIME: 13:16:40 



61 

62 

63 

64 

65 

66 

67 

68 

69 

70 

71 

72 

73 

74 

75 

76 

77 

78 

79 

80 

81 

82 

83 

84 

85 

86 

87 

88 

89 

90 

91 

92 

93 

94 

95 

96 

97 

98 

99 

100 

101 

102 

103 

104 

105 

106 

107 

108 

109 



61 ggatccagat tgagagagat tcagagagcc 
121 gatttgaact attccgacgt ttcggtgttg 
181 ggggaaaccg cgggaaagcc gatgaagaac 
241 gacaatgttg gcaagactgt tgatggagat 
301 ccagtttgtc ggccttgcta cgagtatgag 
361 tgcaaaacca gatacaagag gctcaaaggt 
421 gatggcttag ctgatgaagg tactgttgag 
481 gagcggatgc ttggttggca tcttactcgt 
541 tatgataaag aggtctctca caatcatctt 
601 ggagagtttt ctgctgcctc acctgaacgc 
661 aagcgccttc cctattcatc agatgtcaat 
721 gttggactcg ggaatgtagc ttggaaggag 
781 aagaatactg gtcctgtcag cacgcaggct 
841 gccagcacag atatcctagc agatgaggct 
901 tcaaggaaag ttt.caat.tcc ttcatcacgg 
961 cggcttgtta tcctttgtct cttcttgcat 
1021 tttgctctat ggctggtctc tgtgatatgt 
1081 gatcagtttc ccaagtggtt tcctgtgaac 
1141 agatatgatc gtgaaggtiga gccatcacag 
1201 gttgacccct tgaaggagcc accccttgtg 
1261 gttgactacc cagttgacaa ggtgtcctgt 
1321 tcatttgaat cacttgcaga aacatcagag 
1381 aaatatagca tagagcctcg tgcaccagaa 
1441 aaggataaag ttcagacatc atttgtcaaa 
1501 gaatttaaaa tccgaatcaa tgcacttgtt 
1561 tgggttatgc aagatggcac accgtggcct 
1621 atccaggtct tcttagggca aaatggtgga 
1681 ttggtatatg tttctcgaga aaagcgacca 
1741 atgaatgcac tggtgagagt ttcagcagtt 
1801 gattgtgatc attacataaa taacagcaaa 
1861 gacccaaacc tcgggaagca agtttgttat 
1921 gataagaacg atagatatgc taatcgtaat 
1981 ttagatggga ttcaaggacc tgtatatgtc 
2041 ttatacggtt atgaacctcc aataaaagta 
2101 ctctgtggtg gatcaagaaa gaagaattcc 
2161 tcaggcaggc atactgactc aactgttcct 
2221 gttgaaggtg ctggttttga tgatgaaaag 
2281 aagcgatttg gacagtctgc tgtttttgtt 
2341 cctccttcag caactccaga aaaccttctc 
2401 tatgaggata agtcagattg gggaatggag 
2461 gatattctga ctgggttcaa aatgcatgcc 
2521 aagcttccag ctttcaaggg ttctgctcct 
2581 ctgaggtggg ctttaggttc agttgagatt 
2641 ggttacaatg ggaggctaaa atttcttgag 
2701 cctatcacct ccattcctct tctcatgtat 
2761 aaccagttta ttattcctca gattagtaac 
2821 ctctccattt tcgccacggg tatactagaa 
^2881 tggtggagaa acgagcagtt ttgggtcatt 
41 tttcaaggta tcctcaaagt ccttgccggt 



acatcaccac actccatctt cagatctcat 
gaagcaacta agtgacaaat ggaatccgaa 
attgttccgc agacttgcca gatctgtagt 
cgttttgtgg cttgtgatat ttgttcattc 
aggaaagatg ggaatcaatc ttgtcctcag 
agtcctgcta ttcctggtga taaagacgag 
ttcaactacc ctcagaagga gaaaatttca 
gggaagggag aggaaatggg ggaaccccag 
cctcgtctca cgagcagaca agatacttca 
ctctctgtat cttctactat cgctggggga 
caatcaccaa atagaaggat tgtggatcct 
agagttgatg gctggaaaat gaagcaagag 
gcttctgaaa gaggtggagt agatattgat 
ctgctgaatg acgaagcgag gcagcctctg 
atcaatcctt acagaatggt tattatgctg 
taccgtataa caaacccagt gccaaatgcc 
gagatctggt ttgccttatc ctggattttg 
cgtgaaacct acctcgacag gcttgcttta 
ttagctgctg ttgacatttt cgtgagtact 
acagccaaca cagtgctctc tattctggct 
tatgtttttg atgatggtgc tgctatgtta 
tttgctcgta aatgggtacc attttgcaag 
tggtactttg ctgcgaaaat agattacttg 
gatcgtagag ctatgaagag ggaatatgag 
tccaaagccc taaaatgtcc tgaagaaggg 
ggaaataata caggggacca tccaggaatg 
cttgatgcag agggcaatga gctcccgcgt 
ggattccagc accacaaaaa ggctggtgct 
cttaccaatg gacctttcat cttgaatctt 
gccttaagag aagcaatgtg cttcctgatg 
gttcagttcc cacaaagatt tgatggtatc 
accgtgttct ttgatattaa cttgagaggt 
ggaactggat gtgttttcaa cagaacagca 
aaacacaaga agccaagtct tttatctaag 
aaagctaaga aagagtcgga caaaaagaaa 
gtattcaacc tcgatgacat agaagaggga 
gcgctcttaa tgtcgcaaat gagcctggag 
gcttctaccc taatggaaaa tggtggtgtt 
aaagaggcta tccatgtcat tagttgtggt 
attggatgga tctatggttc tgtgacagaa 
cgtggatggc gatccattta ctgcatgcct 
atcaatcttt cagatcgtct gaaccaagtg 
ctcttcagtc ggcattgtcc tatatggtat 
aggtttgcgt atgtgaacac caccatctac 
tgtacattgc tagccgtttg tctcttcacc 
attgcaagta tatggtttct gtctctcttt 
atgaggtgga gtggcgtagg catagacgaa 
ggtggagtat ccgctcattt attcgctgtg 
attgacacaa acttcacagt tatctcaaaa 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/686 , 234A 



DATE: 07/18/2002 
TIME: 13 : 16 : 40 



E- 
E- 
E- 
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E- 
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110 
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139 
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143 
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162 
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Input Set : A:\EP.txt 

Output Set: N:\CRF3\07182002\I686234A.raw 



(2) 



3001 gcttcagatg aagacggaga ctttgctgag ctctacttgt tcaaatggac aacacttctg 
3061 attccgccaa cgacgctgct cattgtaaac ttagtgggag ttgttgcagg agtctcttat 
3121 gctatcaaca gtggatacca atcatgggga ccactctttg gtaagttgtt ctttgccttc 
3181 tgggtgattg ttcacttgta ccctttcctc aagggtttga tgggtcgaca gaaccggact 
3241 cctaccattg ttgtggtctg gtctgttctc ttggcttcta tcttctcgtt gttgtgggtt 
3301 aggattgatc ccttcactag ccgagtcact ggcccggaca ttctggaatg tggaatcaac 
3361 tgttgagaag cgagcaaata tttacctgtt ttgagggtta aaaaaaacac agaatttaaa 
3421 ttatttttca ttgttttatt tgttcacttt tttacttttg ttgtgtgtat ctgtctgttc 
3481 gttcttctgt cttggtgtca taaatttatg tgtagaatat atcttactct agttactttg 
3541 gaaagttata attaaagtga aag 
INFORMATION FOR SEQ ID NO : 2: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3563 NUCLEOTIDES 

(B) TYPE: NUCLEIC ACID 

(C) STRANDEDNESS: DOUBLE STRANDED 

(D) TOPOLOGY: LINEAR 
(ii) MOLECULE TYPE: CDNA 

(xij) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

^ atcccaagat tctcctcttc gtcttcctta taaactatct ctctgtagag aagaaagctt 
61 ggatccagat tgagagagat tcagagagcc acatcaccac actccatctt cagatctcat 
121 gatttgaact attccgacgt ttcggtgttg gaagcaacta agtgacaaat ggaatccgaa 
181 ggggaaaccg cgggaaagcc gatgaagaac attgttccgc agacttgcca gatctgtagt 
241 gacaatgttg gcaagactgt tgatggagat cgttttgtgg cttgtgatat ttgttcattc 
301 ccagtttgtc ggccttgcta cgagtatgag aggaaagatg ggaatcaatc ttgtcctcag 
361 tgcaaaacca gatacaagag gctcaaaggt agtcctgcta ttcctggtga taaagacgag 
421 gatggcttag ctgatgaagg tactgttgag ttcaactacc ctcagaagga gaaaatttca 
481 gagcggatgc ttggttggca tcttactcgt gggaagggag aggaaatggg ggaaccccag 
541 tatgataaag aggtctctca caatcatctt cctcgtctca cgagcagaca agatacttca 
601 ggagagtttt ctgctgcctc acctgaacgc ctctctgtat cttctactat cgctggggga 
661 aagcgccttc cctattcatc agatgtcaat caatcaccaa atagaaggat tgtggatcct 
721 gttggactcg ggaatgtagc ttggaaggag agagttgatg gctggaaaat gaagcaagag 
781 aagaatactg gtcctgtcag cacgcaggct gcttctgaaa gaggtggagt. agatattgat 
841 gccagcacag atatcctagc agatgaggct ctgctgaatg acgaagcgag gcagcctctg 
901 tcaaggaaag tttcaattcc ttcatcacgg atcaatcctt acagaatggt tattatgctg 
961 cggcttgtta tcctttgtct cttcttgcat taccgtataa caaacccagt. gccaaatgcc 
1021 tttgctctat ggctggtctc tgtgatatgt gagatctggt ttgccttatc ctggattttg 
1081 gatcagtttc ccaagtggtt tcctgtgaac cgtgaaacct acctcgacag gcttgcttta 
1141 agatatgatc gtgaaggtga gccatcacag ttagctgctg ttgacatttt cgtgagtact 
1201 gttgacccct tgaaggagcc accccttgtg acagccaaca cagtgctctc tattctggct 
1261 gttgactacc cagttgacaa ggtgtcctgt tatgtttttg atgatggtgc tgctatgtta 
1321 tcatttgaat cacttgcaga aacatcagag tttgctcgta aatgggtacc attttgcaag 
1381 aaatatagca tagagcctcg tgcaccagaa tggtactttg ctgcgaaaat agattacttg 
\ 1441 aaggataaag ttcagacatc atttgtcaaa gatcgtagag ctatgaagag ggaatatgag 
\ 1501 gaatttaaaa tccgaatcaa tgcacttgtt tccaaagccc taaaatgtcc tgaagaaggg 
\ 1561 tgggttatgc aagatggcac accgtggcct ggaaataata caggggacca tccaggaatg 
\l621 atccaggtct tcttagggca aaatggtgga cttgatgcag agggcaatga gctcccgcgt 
Vl681 ttggtatatg tttctcgaga aaagcgacca ggattccagc accacaaaaa ggctggtgct 
1741 atgaatgcac tggtgagagt ttcagcagtt cttaccaatg gacctttcat cttgaatctt 
raoi gattgtgatc attacataaa taacagcaaa gccttaagag aagcaatgtg cttcctgatg 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/686 , 234A 



DATE: 07/18/2002 
TIME: 13:16:40 



Input Set : A:\EP.txt 

Output Set: N:\CRF3\07182002\l686234A.raw 



gacccaaacc 
gataagaacg 
ttagatggga 
ttatacggtt 
ctctgtggtg 
tcaggcaggc 
gttgaaggtg 
aagcgatttg 
cctccttcag 
tatgaggata 
gatattctga 
aagcttccag 
ctgaggtggg 
ggttacaatg 
cctatcacct 
aaccagttta 
ctctccattt 
tggtggagaa 
tttcaaggta 
gcttcagatg 
attccgccaa 
gctatcaaca 
tgggtgattg 
cctaccattg 
aggattgatc 
tgttgagaag 
ttatttttca 
gttcttctgt 
gaaagttata 



tcgggaagca 
atagatatgc 
ttcaaggacc 
atgaacctcc 
gatcaagaaa 
atactgactc 
ctggttttga 
gacagtctgc 
caactccaga 
agtcagattg 
ctgggttcaa 
ctttcaaggg 
ctttaggttc 
ggaggctaaa 
ccattcctct 
ttattcctca 
tcgccacggg 
acgagcagtt 
tcctcaaagt 
aagacggaga 
cgacgctgct 
gtggatacca 
ttcacttgta 
ttgtggtctg 
ccttcactag 
cgagcaaata 
ttgttttatt 
cttggtgtca 
attaaagtga 



agtttgttat 
taatcgtaat 
tgtatatgtc 
aataaaagta 
gaagaattcc 
aactgttcct 
tgatgaaaag 
tgtttttgtt 
aaaccttctc 
gggaatggag 
aatgcatgcc 
ttctgctcct 
agttgagatt 
atttcttgag 
tctcatgtat 
gattagtaac 
tatactagaa 
ttgggtcatt 
ccttgccggt 
ctttgctgag 
cattgtaaac 
atcatgggga 
ccctttcctc 
gtctgttctc 
ccgagtcact 
tttacctgtt 
tgttcacttt 
taaatttatg 
aag 



gttcagttcc 
accgtgttct 
ggaactggat 
aaacacaaga 
aaagctaaga 
gtattcaacc 
gcgctcttaa 
gcttctaccc 
aaagaggcta 
attggatgga 
cgtggatggc 
atcaatcttt 
ctcttcagtc 
aggtttgcgt 
tgtacattgc 
attgcaagta 
atgaggtgga 
ggtggagtat 
attgacacaa 
ctctacttgt 
ttagtgggag 
ccactctttg 
aagggtttga 
ttggcttcta 
ggcccggaca 
ttgagggtta 
tttacttttg 
tgtagaatat 



cacaaagatt 
ttgatattaa 
gtgttttcaa 
agccaagtct 
aagagtcgga 
tcgatgacat 
tgtcgcaaat 
taatggaaaa 
tccatgtcat 
tctatggttc 
gatccattta 
cagatcgtct 
ggcattgtcc 
atgtgaacac 
tagccgtttg 
tatggtttct 
gtggcgtagg 
ccgctcattt 
acttcacagt 
tcaaatggac 
ttgttgcagg 
ataagttgtt 
tgggtcgaca 
tcttctcgtt 
ttctggaatg 
aaaaaaacac 
ttgtgtgtat 
atcttactct 



tgatggtatc 
cttgagaggt 
cagaacagca 
tttatctaag 
caaaaagaaa 
agaagaggga 
gagcctggag 
tggtggtgtt 
tagttgtggt 
tgtgacagaa 
ctgcatgcct 
gaaccaagtg 
tatatggtat 
caccatctac 
tctcttcacc 
gtctctcttt 
catagacgaa 
attcgctgtg 
tacctcaaaa 
aacacttctg 
agtctcttat 
ctttgccttc 
gaaccggact 
gttgtgggtt 
tggaatcaac 
agaatttaaa 
ctgtctgttc 
agttactttg 
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VERIFICATION SUMMAKY 

PATENT APPLICATION: US/09/686, 234A Sk:"!^!^^;' 
Input Set : A:\EP.txt 

Output Set: N:\CRF3\07182002\I686234A.raw 

I.:28 M:220 C: Ke^ Lsspellel or ^n^al^H I^^' ^^^^^^ATION N.MBBR:J 

L:36 M:220 C: Keyword misspelled iZt^^ l ^^^' ^^^^ ^^"^^ D^TE:] 

L:52 M:220 C: Keyword misspelled or ^nvalJd foSIa^^' f!'^^ TELECOMMUNICATION INFORMATION-] 

L:60 M:334 W: (2) Invalid Amino field Tn CoV°^ ' ^^'^^ MOLECULE TYPE:] 

L:60 M:333 E: Wrong sequence grouping A^°no acf.'r°"; INVALID KEYS:7 

L:61 M:336 W: Invalid Amino Acid SSr^n cn^ 

L:61 M:334 W: (2) Invalid Amino aTf Codmg Region, SEQ id:0 

L:61 M:333 E: WronriSenrgroJp^n/^?'''"' ^^^ALID KEYS ■ 7 

L:62 M:336 W: Invalid Amino Ao^h m k' ^^^''^ groups! 

L:62 M:334 W: (2rinvaUd Lino a^^"" '° "^"^'"^ ^^9^°"' ^EQ ID:0 

L:62 M:333 E: Wrong sequLce a™ • 1^".''°^^°^ ^^5^°"' ""MBER OF INVALID KEYS -7 

L:63 M:336 W: Invalid Amino A^iH m^' ° ^"^"-^^ i° groups! 

L:63 M:334 W: (2) I^vaUd a f ''"^'"^ 1^:0 

-63 M:333 E: irLg^^^ulnr group^^^^^^^^^a^S'^^^ ^"^^^ -^S:7 
L!64 M:336 H; Invalid Aniinn a^i^ » ? Mlino acids not m groups I 

I.:64 M:333 E, »ro„, seq^en^ ^^oJp^^" ""^^f ^°»- """B'^" OF INVALID KEYS:7 

" ^; 34' f-rk'^aS-L''" -a?; o" IeHd^o 

L:66 „:333 I Wrinrsl^ '„S"°„^pJ^ '"^^ff ' I"VALIO KE.S,7 

1:67 M:336 B: I„v«Ud imi„o a^i^S " """^ ""^ SroupsI 
1:67 M,334 W (jriDv.fT^ L . " <^°^i°« SEQ ID-0 

I.:67 „,333 I: Wron^se^ e„S"°o;pJ^,'°^=So"! 

L:68 M:336 w- Invaliri Lino ^^t°"P^°^' acids not in groups' 

L:68 M:334 W^ j2rJivaS A ''""^^^ ''^^io"' SEQ 

-68 M:333 eI -^n u^n^g^^o^^^^^^^^ -MBEr' Of'-LaLID KEYS : 7 

L:69 M:336 W Invalid Amino a ^ . ^' ^cxds not in groups" 

L:69 M:334 W J^invaUd Li;;\''"f ^^5^°"' SEQ 0 
L:69 M:333 E: ^^rLlTellLTeTro^^^^^^ — 0- ^-ALIO KEYS:7 

L:70 M:336 W: Invalid Amino AnHH h k • ^^^^ groups! 
-70 M:334 W: .2) inltTH^Lt'o^^?!^ - Coding Region, SEQ ID:0 



-•70 M:333 E: Wrong sequence groupIng'°Amino"Lfdf ''"''^'^^ °^ ^^^""^ KEYS:7 
L:71 M:336 W: Invalid Amino AoiH „ ^ groups! 
-•71 M:334 W: (2rinvaMd LJno Acif in Coding Region, SEQ lO:0 
-71 M:333 E: irLg sequen^gro^p^'n^^A^i n^IcS'^'^^ '^'"^ °^ ^^^^^^ 
-=72 ?2Tin1a^rrr'" --er^"?od\^;r -L" Ie7?o:o 

-72 M:333 Region, " NUMBER^ OF-LalIO KEYS : 7 

L:73 M:336 W: Invalid Amino AnTri m k' ^ ^""^"^^ ^° groups! 

-73 M:334 W f2) InvatTd L / "^^'^ Region, SEQ ID-0 

-73 M:333 E:' i^rLTsllilTe'^^^^^^^ ^^/^o., NUMBER Oe'Lalid KEYS:7 

L:74 M:336 W: Invalid Amino Acid NnmS:. o ^^^"^^ ?^°"PS ' 

L:74 M:334 W: (2) Invalid Amtno /^^'' ^" ^""^^"^ ^^5^°"' SEQ ID:0 

) invalid Amino Acid m Coding Region, NUMBER OF INVALID KEYS -7 
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L-74 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

t' M-^^fi w- Invalid Amino Acid Number in Coding Region^ SEQ iu:u 

L 75 M 334 w"- (" invaUd Amino Acid in Coding Region, NUMBER OF INVALID KEYS:7 

L-75 M:333 E: Wrong sequence grouping, Amino acids not in gr;ouPs! 

t'76 M-336 W- Invalid Amino Acid Number in Coding Region, SEQ 1°=" 

l:?6 M-334 w! (2) invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS:7 

L-76 M:333 E: Wrong sequence grouping, Amino acids not in groups 

t'77 M-^Tfi M- Invalid Amino Acid Number in Coding Region, SEQ iu:u 

L 77 M 334 W^ ("inva^Td Amino Acid in Coding Region, NUMBER OF INVALID KEYS:7 

l'77 M:333 E: Wrong sequence grouping, Amino acids not in groups 

T.7R M-336 W- Invalid Amino Acid Number in Coding Region, SEQ ID:0 

IIW l: J^lnvalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS:7 
l'78 M-333 E: Wrong sequence grouping, Amino acids not in groups 
l;79 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:0 
l" 79 M-334 W- (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS. 7 
L-79 M-333 E: Wrong sequence grouping, Amino acids not in groups. 
Ton M.T^fi w- Invalid Amino Acid Number in Coding Region, SEQ ID:U 
III IIW l\ ?2; inva^Td Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 7 
L-80 M:333 E: Wrong sequence grouping, Amino acids not in groups 
r'oi M.^Tfi w- Invalid Amino Acid Number in Coding Region, SEQ id:u 

M 334 w: ("l inva^Td Lino Acid in Coding Region, NUMBER OF INVALID KEYS:7 
L-81 m;333 E: Wrong sequence grouping, Amino acids not in groups. 
t'oo M-i^fi w- Invalid Amino Acid Number in Coding Region, seq iu:u 
L-82 m:334 w: J^Invand Amino Acid in Coding Region, NUMBER OF INVALID KEYS:7 
L:82 M:333 E: Wrong sequence grouping, Amino acids not in groups. 
T-flT M-336 W- invalid Amino Acid Number in Coding Region, SEQ ID.U 
L 83 M 334 W^ (^Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS:7 
L-83 M:333 E: Wrong sequence grouping, Amino acids not in groups. 
t'oa M.^ifi w- Invalid Amino Acid Number in Coding Region, SEQ iu:u 
lII m:334 wi J" InvaS Lino Acid in Coding Region, NUMBER OF INVALID KEYS: 7 
L-84 M:333 E: Wrong sequence grouping, Amino acids not in groups. 
t'qk m.^tc w. Tnvalid Amino Acid Number in Coding Region, SEQ iu:u 
L 85 M 334 W- I-aUd Lino Acid in Coding Region, NUMBER OF INVALID KEYS:7 

L-85 M:333 E: Wrong sequence grouping, Amino acids not in groups. 
T-fifi M-336 W- invalid Amino Acid Number in Coding Region, SEQ ID:U 
L 86 I Ml l\ jrinvalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS:7 
L^se M:333 E: Wrong sequence grouping, Amino acids not m groups. 
L-87 M-336 W- invalid Amino Acid Number in Coding Region, SEQ ID.O 
l:87 M^"' W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS:7 
L-87 M:333 E: Wrong sequence grouping, Amino acids not in groups. 
L-88 M-336 W- Invalid Amino Acid Number in Coding Region, SEQ ^^'^ 
til M 334 w; (2) invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS:7 
L-88 M:333 E: Wrong sequence grouping, Amino acids not in groups. 
t'qq M.-^^fi M- Invalid Amino Acid Number in Coding Region, SEQ id:u 
l:89 M-334 w': ^' l^vand Amino Acid in Coding Region, NUMBER OF INVALID KEYS:7 
L-89 M-333 E: Wrong sequence grouping, Amino acids not in groups. 
Ligo M:336 W: Invalid Amino Acid Number in Coding Region, SEQ 1°=; 
L-90 M-334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS. 7 
L:90 M:333 E: Wrong sequence grouping, Amino acids not m groups. 
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L 


:91 


M: 


336 


W: 


Invalid Amino Acid Number in Coding Region/ SEQ ID: 


0 






L 


:91 


M: 


334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF 


INVALID 


KEYS : 


7 


L 


:91 


M: 


333 


E: 


Wrong sequence grouping, Amino acids not in groups! 








L 


:92 


M: 


336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID: 


0 






L 


:92 


M: 


334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF 


INVALID 


KEYS: 


7 


L 


:92 


M: 


333 


E: 


Wrong sequence grouping, Amino acids not in groups! 








L 


:93 


M: 


336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID: 


0 






L 


:93 


M: 


334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF 


INVALID 


KEYS: 


7 


L 


:93 


M: 


333 


E: 


Wrong sequence grouping, Amino acids not in groups! 








L 


:94 


M: 


336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID: 


0 






L 


:94 


M: 


334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF 


INVALID 


KEYS: 


7 


L 


:94 


M: 


333 


E: 


Wrong sequence grouping, Amino acids not in groups! 








L 


:95 


M: 


336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID: 


0 






L 


:95 


M: 


334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF 


INVALID 


KEYS : 


7 


L 


:95 


M: 


333 


E: 


Wrong sequence grouping, Amino acids not in groups! 








L 


:96 


M: 


336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID: 


0 






L 


:96 


M: 


334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF 


INVALID 


KEYS: 


7 


L 


:96 


M: 


333 


E: 


Wrong sequence grouping, Amino acids not in groups! 








h 


:97 


M: 


336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID: 


0 






L 


:97 


M: 


334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF 


INVALID 


KEYS: 


7 


L 


:97 


M: 


333 


E: 


Wrong sequence grouping, Amino acids not in groups! 








L: 


:98 


M: 


336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID: 


0 






L: 


:98 


M: 


334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF 


INVALID 


KEYS: 


7 


L; 


:98 


M: 


333 


E: 


Wrong sequence grouping, Amino acids not in groups! 








L; 


:99 


M: 


336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID: 


0 






L; 


:99 


M: 


334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER. OF 


INVALID 


KEYS: 


7 


L; 


:99 


M: 


333 


E: 


Wrong sequence grouping, Amino acids not in groups! 








L; 


:100 


M 


: 336 


W; 


: Invalid Amino Acid Number in Coding Region, SEQ ID 


:0 






L; 


:100 


M 


: 334 


W: 


: (2) Invalid Amino Acid in Coding Region, NUMBER OF 


INVALID 


KEYS 


:7 


L; 


:100 


M 


:333 


E: 


; Wrong sequence grouping, Amino acids not in groups 


1 






L; 


:101 


M 


:336 


W: 


; Invalid Amino Acid Number in Coding Region, SEQ ID 


:0 






L; 


:101 


M 


: 334 


W: 


; (2) Invalid Amino Acid in Coding Region, NUMBER OF 


INVALID 


KEYS 


:7 


L; 


:101 


M 


:333 


E: 


; Wrong sequence grouping, Amino acids not in groups! 






L; 


:102 


M 


:336 


W: 


; Invalid Amino Acid Number in Coding Region, SEQ ID 


:0 






L; 


:102 


M 


: 334 


W: 


: (2) Invalid Amino Acid in Coding Region, NUMBER OF 


INVALID 


KEYS 


:7 


L: 


;102 


M 


:333 


E: 


: Wrong sequence grouping, Amino acids not in groups 


1 






L: 


103 


M 


:336 


W: 


: Invalid Amino Acid Number in Coding Region, SEQ ID 


:0 






L: 


103 


M 


:334 


W: 


: (2) Invalid Amino Acid in Coding Region, NUMBER OF 


INVALID 


KEYS 


:7 


L: 


103 


M 


:333 


E: 


Wrong sequence grouping, Amino acids not in groups 


1 






L: 


104 


M 


:336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID 


:0 






L: 


104 


M 


:334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF 


INVALID 


KEYS 


:7 


L: 


104 


M 


:333 


E: 


Wrong sequence grouping, Amino acids not in groups 


i 






L: 


105 


M 


:336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID 


:0 






L: 


105 


M 


:334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF 


INVALID 


KEYS 


:7 


L: 


105 


M 


:333 


E: 


Wrong sequence grouping, Amino acids not in groups 


1 






L: 


106 


M 


:336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID 


:0 






L: 


106 


M 


: 334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF 


INVALID 


KEYS 


:7 


L: 


106 


M 


:333 


E: 


Wrong sequence grouping, Amino acids not in groups 


! 






L: 


107 


M 


:336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID 


:0 
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L 


107 


M: 


334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID 


KEYS 


7 


L 


107 


M: 


333 


E: 


Wrong sequence grouping, Amino acids not in groups! 






L 


108 


M: 


336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID:0 






L 


108 


M. 


334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID 


KEYS 


7 


L 


108 


M 


333 


E: 


Wrong sequence grouping, Amino. acids not in groups! 






L 


109 


M 


336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID:0 






L 


109 


M 


334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID 


KEYS 


7 


L 


109 


M 


333 


E: 


Wrong sequence grouping, Amino acids not in groups! 






L 


110 


M 


336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID:0 






L 


119 


M. 


204 


E: 


No. of Bases differ, LENGTH : Input : 3563 Counted :0 SEQ:1 






L 


197 


M 


204 


E: 


No. of Bases differ, LENGTH : Input : 3563 Counted :0 SEQ: 2 
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